SEQUENCE LISTING 



(1) GENERAL INFORMATION 

,,,, .XTLE OE THE INVENTION: Ho.ecu.a. Co.pl.xe. W.icK 
^ ^ Modify inonune ResponBes 

(iii) NUMBER OF SEQUENCES: 20 

,iv) CORRESPONDENCE ADD^^^^' ^„ 
* U) addressee: Banner <^ 

(B) STREET: 1001 G Street, NW 

(C) CITY: Washington 

(D) STATE: DC 

(E) COUNTRY: USA 

(F) ZIP*- 20001 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: diskette 

(B) COMPUTER: IBM Compatible 

(C) OPERATING SYSTEM: DOS ^^^^.^^ ^.0 

(D) SOFTWARE: FastSEQ tor 

(vi) CURRENT APPLICATION DA^A: 

,k) APPLICATION number: 09/°", 276 
B) FILING date: 21-APR-1998 
(C) CLASSIFICATION: 

(vii) ^«^°^^^"/SSSER°ii/828,712 
it^\ APPLICATION NUMBER. 
\b) FILING date: 28-MAR-1997 

(A) APPLICATION NUMBER: ^0/014,367 
1b) FILING date: 28-MAR-1996 

(viii) ATTORNEY/AGENT INFORMATION: 
(A) NAME: Kagan, Sarah A 

(B REGISTRATION NUMBER: 32141 ^ 
ic) REFERENCE/DOCKET NUMBER: 01107.7 

ax) TELECOMMUNICATION INFORMATION: 
^ telephone: 202-508-9100 

\s) telefax: 202-508-9299 

(C) TELEX: 

(2) INFORMATION FOR SEQ ID NO:l: 

,i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 
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(C) STWUTOEDNESS: single 

(D) TOPOLOGY: linear 

C.0.„3X« CTOCOCTCT CC.«C«OT .C«<=CCOTO .«T.C.3 
GGAGC 

<2) INFORMATION FOR SEQ ID NO:2: 

(i.) SEQUENCE characteristics: 
^ (A) Length: 60 base paxrs 

(B) type: nucleic 

(C) stRANDEDNESS: single 

(D) TOPOLOGY: linear 

SEQUENCE description: SEQ ID HO:2: 

.^TGAGCA TGCTCTCAGT GTCCTTGOAG CCCTCTGGTC 
AGCCTCTCCC ACTCTCCTGG TAAATGAGCA T 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 
(K) length: 74 base paxrs 

(B) TYPE: nucleic acrd 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

SEQUENCE description: SEQ ID NO:3: 

\.CAAGG TACCAGGTGT GGAAGCTTGG GAGGATCTCA TATCCAGATO 
CTGTTGCTCT GTTTTCAAGG TACCAOv, 
ACGCAAATCC ATCC 

(2) INFORMATION FOR SEQ ID NO:4: 

a) SEQUENCE CHARACTERISTICS: 
^ U) I^^OW. 66 base pairs 

(B) type: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

SEQUENCE description: SEQ ID NO: 4: 

~ — 

ACCAGC 

(2) INFORMATION FOR SEQ ID HO:5: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 base pairs 

(B) TYPE: nucleic aci-ci 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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SEQUENCE description: SEQ ID NO:5: 

cc.«.c^ — o«« .cc<=«.c 

(2) INFORMATION FOR SEQ ID NO: 6: 

a) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base paxrs 

(B) TYPE: nucleic actd 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:6: 

„.o^»» rrATGTCTAA CACTGCCTTC 
CCAAAGAGAC CAGTATCCTG ACTCGAGGAA GCATGTC 

(2) INFORMATION FOR SEQ ID NO: 7s 

,i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

,xi) SEQUENCE DESCRIPTION: SEQ ID NO:7: 

..c«.c». .~c, ..o..^ »-c^ — 

CCTATATGC 

(2) INFORMATION FOR SEQ ID NO:8: 

(i) SEQUENCE characteristics: 

(A) LENGTH: 63 base paxrs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

SEQUENCE DESCRIPTION: SEQ ID NO:8: 

GCTTCCATTC TCTTTAGTTT CTGGGAGGAG 
GGTAGCGACC GGCGCTCAGC TGGAATTCAA GCTTCCATT 



GGT 



(2) INFORMATION FOR SEQ ID NO: 9s 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base parrs 

(B) TYPES nucleic acid 

(C) STRANDEDNESS s single 

(D) TOPOLOGY s linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NOs9: 
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GCACAGTCCA CATCTGcW GAACAAGGGA GGAGGTACCG GGGATCC<j 
TTTATTAAG 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : single 
(D ) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Gly Gly Gly Thr Ser Gly 
1 ^ 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : 1 inear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 

Gly Ser Leu Gly Gly Ser 
1 ^ 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Leu ser Pro Phe Pro Phe Asp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : s ingle 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 
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Gin Leu Ser Pro P^ro Phe Asp Leu 

1 5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

Leu Ser Pro Phe Pro Phe Asp Leu Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : s ing le 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 

Thr Gin Asn His Arg Ala Leu Asp Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : s ingle 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 
Tyr Pro His Phe Met Pro Thr Asn Leu 

(2) INFORMATION FOR SEQ ID NO: 17: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : s ingle 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 
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(xi) SEQUENcI^^SCRIPTION: SEQ ID NO: 17: 

Ser pro Ser Tyr Val Tyr His Gin Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Glu Gin Tyr Lys Phe Tyr Ser Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( c ) STRANDEDNESS : s ingle 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

ser He Tyr Arg Tyr Tyr Gly Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) ^ STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: None 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20 

Arg Gly Tyr Val Tyr Gin Gly Leu 
1 ^ 
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